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ATG AAA TAG CTA TTG CCT ACG GCA GCC GCT GGA TTG TTA TTA CTC 
MET Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu 

GCT GCC CAA CCA GCG ATG GCC CAG GTG CAG CTG GTG CAG AGC GGT 
Ala Ala Gin Pro Ala MET Ala Gin Val Gin Leu Val Gin Ser Gly 

AGC GAA CTG AAA AAA CCG GGT GCG AGC GTT AAG ATC AGC TGC AAA 
Ser Glu Leu Lys Lys Pro Gly Ala Ser Val Lys He Ser Cys Lys 

CDR1 

GCG AGC GGT TAT ACC TTC ACC GAT TAG GGT ATG AAC TGG GTT AAA 
Ala Ser Gly Tyr Thr Phe Thr Asp Tyr_GJ 1 y_MET_Asn Trp Val Lys 

CAG GCG CCG GGT CAA GGT CTG AAA TGG ATG GGT TGG ATC AAC ACC 
Gin Ala Pro Gly Gin Gly Leu Lys Trp MET Gly Trp_Ile_Asn Thr 

CDR2 — 

TAG ACC GGT GAA AGC ACC TAG GTT GAC GAT TTC AAA GGT CGT TTC 
Ty r Thr Gly Gin SerJ Thr Tyr Val As p Asp Phe T,v* gly Arg Phe 

GTT TTC AGC CTG GAT ACC AGC GTT AGC GCG GCC TAG CTG CAG ATC 
Val Phe Ser Leu Asp Thr Ser Val Ser Ala Ala Tyr Leu Gin He 

AGC TCT CTG AAA GCG GAA GAC ACC GCG ACC TAC TTC TGC GCG CGT 
Ser Ser Leu L y^U Glu Asp Thr Ala Thr Tyr Phe Cys Ala Arg 

CGC GGT TTC TAC GCG ATG GAT TAC TGG GGC CAA GGG ACC ACG GTC 
Arg_Gly^ he Tyr Al a M ETAsp_Tyr Trp Gly Gin Gly Thr Thr Val 

Linker 

ACC GTC TCC TCA GGT GGA GGC GGT TCA GGC GGA GGT GGC TCT GGC 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glv 
GGT GGC GGA TCG GAC ATC GTA CTG ACC CAG AGC CCG GCG ACC ATG 
Gly Gly Gly Ser Asp He Val Leu Thr Gin Ser Pro Ala Thr MET 

AGC GCG AGC CCG GGT GAA CGT GTT ACC CTG ACC TGC AGC GCG AGC 
Ser Ala Ser Pro Gly Glu Arg Val Thr Leu Thr Cys SerAla_Ser 



FIG. 2A 



4/33 

CDRl 

TCT AGC ATC AGC TAT ATG TTC TGG TAT CAT CAG CGT CCG GGT CAG 
Ser Ser lie Ser Tyr MET Phe Trp Tyr His Gin Arg Pro Gly Gin 

CDR2 

AGC CCG CGT CTG TTG ATC TAT GAT ACC AGC AAC CTG GCG AGC GGT 
Ser Pro Arg Leu Leu lie Tyr Asp Thr Ser Asn Leu Ala Ser Gly 

GTT CCG GCG CGT TTC AGC GGT AGC GGT AGC GGT ACC AGC TAT AGC 
Val Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser 

CTG ACC ATC AGC CGT ATG GAA CCG GAA GAT TTC GCG ACC TAT TTC 
Leu Thr lie Ser Arg MET Glu Pro Glu Asp Phe Ala Thr Tyr Phe 

CDR3 

TGC CAT CAG AGC TCT AGC TAT CCG TTC ACC TTC GGT CAG GGT ACC 
Cys His Gin Ser Ser Ser Tyr Pro Phe Thr Phe Gly Gin Gly Thr 

His6-Tag 

AAA CTC GAG ATC AAA CGG CAC CAT CAC CAT CAC CAC TAA 
Lys Leu Glu lie Lys Arg His His His His His His 
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1 ATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCA 
4 1 GTGCCTCAGTCATACTCTCGCAGGTGCAGCTGGTGCAGAG 
8 1 CGGTAGCGAACTGAAAAAACCGGGTGCGAGCGTTAAGATC 
121 AGCTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTA 
161 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATG 
201 GATGGGTTGGATCAACAC CTACACCGGTGAAAGCAC CTAC 
241 GTTGACGATTTCAAAGGTCGTTTCGTTTTCAGCCTGGATA 
281 CCAGCGTTAGCGCGGCCTACCTGCAGATCAGCTCTCTGAA 
321 AGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 

3 61 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTCA 
401 CCGTCTCGAGCGCATCCACCAAGGGCCCATCGGTCTTCCC 
441 CCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCG 

4 81 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGG 
521 TGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGT 
561 GCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTAC 
601 TCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGG 
641 GCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAG 
681 CAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGT 
721 GACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAC 
7 61 TCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACC 
801 CAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACA 
841 TGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCA 
881 AGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGC 
921 CAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTAC 
961 CGTGTGGTCAGCGT C CT C AC CGT C CTGCAC CAGGAC TGGC 

1001 TGAATGGC AAGGAGTAC AAGTGC AAGGT C T C C AAC AAAG C 
1041 CCTCCCAGCCTCCATCGAGAAAACCATCTCCAAAGCCAAA 
1081 GGGCAGC C C CGAGAAC C AC AGGTGT ACAC C CTGC C CC CAT 
1121 C C CGGGAGG AGATG AC C AAGAAC C AGGT C AG C CT GAC CTG 
1161 CCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAG 
1201 TGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCA 
1241 CGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTA 
1281 TAGCAAGCT CAC CGTGGACAAGAGCAGGTGGCAGCAGGGG 
1321 AACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACA 
13 61 ACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAA 
1401 GCTT 
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1 ATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCA 
4 1 GTGCCTCAGTCATACTCTCGGACATCGAGCTGACCCAGAG 
8 1 CCCGGCGACCATGAGCGCGAGCCCGGGTGAACGTGTTACC 
121 CTGACCTGCAGCGCGAGCTCTAGCATCAGCTATATGTTCT 
161 GGTATCATCAGCGTCCGGGTCAGAGCCCGCGTCTGTTGAT 
201 CTATGATACCAGCAACCTGGCGAGCGGTGTTCCGGCGCGT 
241 TTCAGCGGTAGCGGTAGCGGTACCAGCTATAGCCTGACCA 
281 TCAGCCGTATGGAACCGGAAGATTTCGCGACCTATTTCTG 
321 CCATCAGAGCTCTAGCTATCCGTTCACCTTCGGTCAGGGT 
361 ACCAAACTCGAGATCAAACGGACTGTGGCTGCACCATCTG 
401 TCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGG 
441 AACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCC 
481 AGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCC 
521 AATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAG 
561 CAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTG 
601 AGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGCG 
641 AAGT C AC C CAT C AGGGC C TGAGC T CGC C CGT C AC AAAGAG 
681 CTTCAACAGGGGAGAGTGC 
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I I I I 

1 MDFQVQIFSFLLISASVILS 

21 QVQLVQSGSELKKPGASVKI 

41 SCKASGYTFTDYGMNWVKQA 

61 PGQGLKWMGWINTYTGESTY 

81 VDDFKGRFVFSLDTSVSAAY 

101 LQI S SLKAEDTATYFCARRG 

121 FYAMDYWGQGTTVTVSSAST 

141 KGPSVFPLAPSSKSTSGGTA 

161 ALGCLVKDYFPEPVTVSWNS 

181 GALTSGVHTFPAVLQSSGLY 

201 SLSSVVTVPSSSLGTQTYIC 

221 NVNHKPSNTKVDKRVEPKSC 

241 DKTHTCPPCPAPELLGGPSV 

261 FLFPPKPKDTLMI SRTPEVT 

281 CVVVDVSHEDPEVKFNWYVD 

301 GVEVHNAKTKPREEQYNSTY 

321 RVVSVLTVLHQDWLNGKEYK 

341 CKVSNKALPASIEKTISKAK 

361 GQPREPQVYTLPPSREEMTK 

381 NQVSLTCLVKGFYPSDIAVE 

401 WESNGQPENNYKTTPPVLDS 

421 DGSFFLYSKLTVDKSRWQQG 

441 NVFSCSVMHEALHNHYTQKS 

461 LSLSPGKL 
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1 CAGGTGCAGCTGGTGCAGAGCGGTAGCGAACTGAAAAAACCGGGTGCGAG 
5 1 CGTTAAGATCAGCTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTA 
101 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATGGATGGGTTGG 
151 ATC AACAC CT AC ACCGGTGAAAGC AC CT ACGTTGACGATTT C AAAGGT CG 

2 01 TTTCGTTTTCAGCCTGGATACCAGCGTTAGCGCGGCCTACCTGCAGATCA 
251 GCTCTCTGAAAGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 

3 01 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTCACCGTCTCCTC 
3 51 AGGTGGAGGCGGTTCAGGCGGAGGTGGCTCTGGCGGTGGCGGATCGGACA 
401 TCGTACTGACCCAGAGCCCGGCGACCATGAGCGCGAGCCCGGGTGAACGT 
451 GTTACCCTGACCTGCAGCGCGAGCTCTAGCATCAGCTATATGTTCTGGTA 
501 TCATCAGCGTCCGGGTCAGAGCCCGCGTCTGTTGATCTATGATACCAGCA 
551 ACCTGGCGAGCGGTGTTCCGGCGCGTTTCAGCGGTAGCGGTAGCGGTACC 
601 AGCTATAGCCTGACCATCAGCCGTATGGAACCGGAAGATTTCGCGACCTA 
651 TTT CTG CCAT CAGAG CT CT AGCTAT C CGTT C AC CTT CGGT CAGGGTACCA 
7 01 AACTCGAGATCAAACGGACCCCGCTGGGTGATACCACTCATACCTCCGGA 
751 GGTGAACTGGAAGAGCTGTTGAAACATCTGAAAGAACTGCTGAAAGGTCC 
801 GCGGAAAGGTGAACTGGAGGAATTGCTGAAGCACCTGAAAGAGCTGTTGA 
851 AAGGTACC C C CCTGGGTGATACTACC CAT AC CAGCGGT CAGGTG CAACT A 
901 GTGCAGAG CGGT AGCGAACTGAAAAAAC CGGGTGCGAGCGTT AAGAT C AG 
951 CTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTATGAACTGGGTTA 

1001 AACAGGCGCCGGGTCAAGGTCTGAAATGGATGGGTTGGATCAACACCTAC 
1051 ACCGGTGAAAGCACCTACGTTGACGATTTCAAAGGTCGTTTCGTTTTCAG 
1101 CCTGGATACCAGCGTTAGCGCGGCCTACCTGCAGATCAGCTCTCTGAAAG 
1151 CGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGTTTCTACGCGATG 
1201 GATT ACTGGGGCCAAGGGAC CACGGT C AC CGT CT C CT CAGGTGGAGGCGG 
1251 TTCAGGCGGAGGTGGCTCTGGCGGTGGCGGATCGGACATCGTACTGACCC 
13 0 1 AGAGCCCGGCGACCATGAGCGCGAGCCCGGGTGAACGTGTTACCCTGACC 
13 51 TGCAGCGCGAGCTCTAGCATCAGCTATATGTTCTGGTATCATCAGCGTCC 
1401 GGGTCAGAGCCCGCGTCTGTTGATCTATGATACCAGCAACCTGGCGAGCG 
1451 GTGTTCCGGCGCGTTTCAGCGGTAGCGGTAGCGGTACCAGCTATAGCCTG 
1501 ACCATCAGCCGTATGGAACCGGAAGATTTCGCGACCTATTTCTGCCATCA 
1551 GAGCTCTAGCTATCCGTTCACCTTCGGTCAGGGTACCAAACTCGAGATCA 
1601 AACGGC AC CAT CAC CAT CAC CACT AA 
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1 QVQLVQSGSELKKPGASVKI SCKASGYTFTDYGMNWVKQAPGQGLKWMGW 
51 INTYTGESTYVDDFKGRFVFSLDTSVSAAYLQISSLKAEDTATYFCARRG 
101 FYAMDYWGQGTTVTVS SGGGGSGGGGSGGGGSD I VLTQS PATMSAS PGER 
151 VTLTCSASSSISYMFWYHQRPGQSPRLLIYDTSNLASGVPARFSGSGSGT 
201 SYSLT I SRME PEDFATYFCHQS SSYPFTFGQGTKLE I KRTPLGDTTHTSG 
251 GELEELLKHLKELLKGPRKGELEELLKHLKELLKGTPLGDTTHTSGQVQL 
301 VQSGSELKKPGASVKI S CKAS GYT FTD YGMNWVKQAPGQGLKWMGW I NT Y 
351 TGESTYVDDFKGRFVFSLDTS VSAAYLQ I SSLKAEDTATYFCARRGFYAM 
401 DYWGQGTTVTVS SGGGGSGGGGSGGGGSD I VLTQS PATMSAS PGERVTLT 
451 CSASSSISYMFWYHQRPGQSPRLLIYDTSNLASGVPARFSGSGSGTSYSL 
501 T I SRME PEDFATYFCHQS SSYPFTFGQGTKLE I KRHHHHHH 
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1 ATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCA 
4 1 GTGCCTCAGTCATACTCTCGCAGGTGCAGCTGGTGCAGAG 
8 1 CGGTAGCGAACTGAAAAAACCGGGTGCGAGCGTTAAGATC 
121 AGCTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTA 
161 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATG 
201 GATGGGTTGGAT CAACAC CT AC AC CGGTGAAAGCAC CTAC 
241 GTTGACGATTTCAAAGGTCGTTTCGTTTTCAGCCTGGATA 
281 CCAGCGTTAGCGCGGCCTACCTGCAGATCAGCTCTCTGAA 
321 AGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 
361 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTCA 
401 CCGTCTCGAGCGCATCCACCAAGGGCCCATCGGTCTTCCC 
441 CCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCG 
481 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGG 
521 TGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGT 
561 GCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTAC 
601 TCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGG 
641 GCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAG 
681 CAACAC CAAGGTGGACAAGAGAGTTGAGC C CAAATCTTGT 
721 GACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAC 
761 TCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACC 
801 C AAGGACAC C CT CATGAT CT C C CGGAC CC CTGAGGTC AC A 
841 TGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCA 
881 AGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGC 
921 CAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTAC 
961 CGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGC 
1001 TGAATGGCAAGGAGTACAAGTGCAAGGTCTC CAACAAAGC 
1041 C CT C C C AGC CTC C AT CGAGAAAAC CAT CT C CAAAGC C AAA 
1081 GGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCAT 
1121 C CCGGGAGGAGATGACCAAGAAC CAGGTCAGCCTGAC CTG 
1161 CCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAG 
1201 TGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCA 
1241 CGCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTA 
12 81 TAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGG 
1321 AACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACA 
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1361 ACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAA 
1401 GCTTGGCGGAGGCTCACAGGTGCAGCTGGTGCAGAGCGGT 
1441 AGCGAACTGAAAAAACCGGGTGCGAGCGTTAAGATCAGCT 
1481 GCAAAGCGAGCGGTTATACCTTCACCGATTACGGTATGAA 
1521 CTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATGGATG 
1561 GGTTGGATCAACACCTACACCGGTGAAAGCACCTACGTTG 
1601 ACGATTTCAAAGGTCGTTTCGTTTTCAGCCTGGATACCAG 
1641 CGTTAGCGCGGCCTACCTGCAGATCAGCTCTCTGAAAGCG 
1681 GAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGTTTCT 
1721 ACGCGATGGATTACTGGGGCCAAGGGACCACGGTCACCGT 
1761 CTCCTCAGGTGGAGGCGGTTCAGGCGGAGGTGGCTCTGGC 
1801 GGTGGCGGATCGGACATCGTACTGACCCAGAGCCCGGCGA 
1841 CCATGAGCGCGAGCCCGGGTGAACGTGTTACCCTGACCTG 
1881 CAGCGCGAGCTCTAGCATCAGCTATATGTTCTGGTATCAT 
1921 CAGCGTCCGGGTCAGAGCCCGCGTCTGTTGATCTATGATA 
1961 CCAGCAACCTGGCGAGCGGTGTTCCGGCGCGTTTCAGCGG 
2001 TAGCGGTAGCGGTACCAGCTATAGCCTGACCATCAGCCGT 
2041 ATGGAACCGGAAGATTTCGCGACCTATTTCTGCCATCAGA 
2081 GCTCTAGCTATCCGTTCACCTTCGGTCAGGGTACCAAACT 
2121 C GAGAT C AAACGG 
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1 QVQLVQSGSELKKPGASVKI SCKASGYTFTDYGMNWVKQAPGQGLKWMGW 
51 I NT YTGE ST YVDDFKGRFVF S LDT S VS AAYLQ I S S LKAEDTATYFCARRG 
101 FYAMDYWGQGTTVTVSSGGGGSGGGGSDI VLTQSPATMSASPGERVTLTC 
151 SASSSISYMFWYHQRPGQSPRLLIYDTSNLASGVPARFSGSGSGTSYSLT 
201 ISRMEPEDFATYFCHQSSSYPFTFGQGTKLEIKRHHHHHH 

FIG. 22 



1 CAGGTGCAGCTGGTGCAGAGCGGTAGCGAACTGAAAAAACCGGGTGCGAG 

5 1 CGTTAAGATCAGCTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTA 

101 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATGGATGGGTTGG 

151 ATCAACACCTACACCGGTGAAAGCACCTACGTTGACGATTTCAAAGGTCG 

2 01 TTTCGTTTTCAGCCTGGATACCAGCGTTAGCGCGGCCTACCTGCAGATCA 

2 51 GCTCTCTGAAAGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 

3 01 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTGACCGTCTCCTC 
351 AGGCGGAGGTGGCTCTGGCGGTGGCGGATCGGACATCGTACTGACCCAGA 
401 GCCCGGCGACCATGAGCGCGAGCCCGGGTGAACGTGTTACCCTGACCTGC 
451 AGCGCGAGCTCTAGCATCAGCTATATGTTCTGGTATCATCAGCGTCCGGG 
501 TCAGAGCCCGCGTCTGTTGATCTATGATACCAGCAACCTGGCGAGCGGTG 
551 TTCCGGCGCGTTTCAGCGGTAGCGGTAGCGGTACCAGCTATAGCCTGACC 
601 ATCAGCCGTATGGAACCGGAAGATTTCGCGACCTATTTCTGCCATCAGAG 
651 CT CT AG CT AT C CGTT CAC CTT CGGT CAGGGT ACC AAACT CGAGAT CAAAC 
7 01 GG 

FIG. 23 



1 QVQLVQSGSELKKPGASVKI SCKASGYTFTDYGMNWVKQAPGQGLKWMGW 

51 INTYTGESTYVDDFKGRFVFSLDTSVSAAYLQISSLKAEDTATYFCARRG 

101 FYAMDYWGQGTTVTVSSGGGGSDIVLTQSPATMSASPGERVTLTCSASSS 

151 ISYMFWYHQRPGQSPRLLIYDTSNLASGVPARFSGSGSGTSYSLTISRME 

2 01 PED FATYFCHQ S S S YP FT FGQGTKLE I KRHHHHHH 



FIG. 24 
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1 CAGGTGCAGCTGGTGCAGAGCGGTAGCGAACTGAAAAAACCGGGTGCGAG 

5 1 CGTTAAGATCAGCTGCAAAGCGAGCGGTTATACCTTCACCGATTACGGTA 

101 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATGGATGGGTTGG 

151 ATCAACACCTACACCGGTGAAAGCACCTACGTTGACGATTTCAAAGGTCG 

201 TTTCGTTTTCAGCCTGGATACCAGCGTTAGCGCGGCCTACCTGCAGATCA 

251 GCTCTCTGAAAGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 

3 01 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTCACCGTCTCCTC 
351 AGGCGGTGGCGGATCGGACATCGTACTGACCCAGAGCCCGGCGACCATGA 

4 01 GCGCGAGCCCGGGTGAACGTGTTACCCTGACCTGCAGCGCGAGCTCTAGC 
451 ATCAGCTATATGTTCTGGTATCATCAGCGTCCGGGTCAGAGCCCGCGTCT 
501 GTTGATCTATGATACCAGCAACCTGGCGAGCGGTGTTCCGGCGCGTTTCA 
551 GCGGTAGCGGTAGCGGTAC C AG CT ATAGC CTGAC CATC AG C CGT ATGGAA 
601 CCGGAAGATTTCGCGACCTATTTCTGCCATCAGAGCTCTAGCTATCCGTT 
651 C AC CTT CGGT C AGGGT AC C AAACT CGAG AT CAAACGG 
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1 CAGGTGCAGCTGGTGCAGAGCGGTAGCGAACTGAAAAAACCGGGTGCGAG 
5 1 CGTT AAGAT CAGCTGCAAAG CGAGCGGTT ATAC CTT CAC CGATT ACGGTA 
101 TGAACTGGGTTAAACAGGCGCCGGGTCAAGGTCTGAAATGGATGGGTTGG 
151 ATCAACACCTACACCGGTGAAAGCACCTACGTTGACGATTTCAAAGGTCG 
2 01 TTTCGTTTTCAGCCTGGATACCAGCGTTAGCGCGGCCTACCTGCAGATCA 
2 51 GCTCTCTGAAAGCGGAAGACACCGCGACCTACTTCTGCGCGCGTCGCGGT 
£ 301 TTCTACGCGATGGATTACTGGGGCCAAGGGACCACGGTCACCGTCTCCTC 

q 3 51 AGACATCGTACTGACCCAGAGCCCGGCGACCATGAGCGCGAGCCCGGGTG 

'SJ 401 AACGTGTTACCCTGACCTGCAGCGCGAGCTCTAGCATCAGCTATATGTTC 

H 451 TGGT AT CAT CAGCGT C CGGGT CAGAGC C CGCGT CTGTTGATCT ATGATAC 

£ 501 CAGCAACCTGGCGAGCGGTGTTCCGGCGCGTTTCAGCGGTAGCGGTAGCG 

jj 551 GTACCAGCTATAGCCTGACCATCAGCCGTATGGAACCGGAAGATTTCGCG 

601 ACCTATTTCTGCCATCAGAGCTCTAGCTATCCGTTCACCTTCGGTCAGGG 
Q 651 TAC CAAA.CT CGAGAT C AAA.CGG 



m 



FIG. 27 



1 QVQLVQSGSELKKPGAS VKI SCKASGYTFTDYGMNWVKQAPGQGLKWMGW 
51 INTYTGESTYVDDFKGRFVFSLDTSVSAAYLQISSLKAEDTATYFCARRG 
101 FYAMDYWGQGTTVTVSSDIVLTQSPATMSASPGERVTLTCSASSSISYMF 
151 WYHQRPGQSPRLLIYDTSNLASGVPARFSGSGSGTSYSLTISRMEPEDFA 

2 01 TYFCHQSSSYPFTFGQGTKLE I KRHHHHHH 



FIG. 28 
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First experiment 




days after tumor cell innoculation 

FIG. 33A 

Second experiment 
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